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Tumor genomes can be highly rearranged and non colinear with the host genome. Recurrent
genome rearrangements involve genes that are increasingly targeted by anti-tumor
therapeutics. Current technologies for studying tumor genomes do not determine their
structure and relate it to the underlying sequence. Thus, the role of translocations and
inversions in solid tumors is poorly understood. Even the structural organization of
amplicons remains largely enigmatic. End Sequence Profiling (ESP) is a sequence-based
method for directly determining the structure of tumor genomes, and for cloning all types of
rearrangements en masse. (Times New Roman, 12 pt, normal)
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